In W303-derived strains, disruption of FIG2 increased agglutinability of ␣ cells, but not a cells, and did not alter expression of ␣-agglutinin, binding of 125 I-labeled ␣-agglutinin, or mating efficiency. Fig2p overexpression led to ␣-cell-specific suppression of agglutinability. These results imply that Fig2p is an indirect masker of the active sites in ␣-agglutinin.
Eco47III to delete 34 bp within the ORF of FIG2 (nucleotides 524 to 559). YEp24 was digested with HindIII to isolate a 1.1-kb URA3 fragment. Both the digested p102 and URA3 were blunt ended with Taq polymerase and then ligated to create plasmid p103. This construct should express the first 174 (including the signal sequence, but no cell wall localization sequences) of the total 1,609 residues in Fig2p and then 15 residues encoded by a normally noncoding region of Yep24 before the first stop codon. For gene disruptions, p103 was digested with SalI to release yeast DNA from the vector, transformed into W303-1A and W303-1B, and then selected on synthetic medium lacking uracil. Strains carrying the expected insertions of URA3 were identified by genomic Southern (data not shown) and Northern analyses (Fig. 1A) .
PRS423-FIG2 is a multicopy plasmid containing the YCR088(w)-FIG2 intergenic region, the entire FIG2 ORF, and 200 bp of 3Ј sequence. The plasmid was constructed in a three-way ligation of the SalI-AgeI insert fragment from p102, the AgeI/NotI fragment from the PCR-generated complete ORF of FIG2, and pRS423 after digestion with SalI and NotI.
FIG2 expression. Northern analysis and RPAs identified FIG2 transcripts in noninduced W303-1A, W303-1B, and W303 cells (Fig. 1A) . Expression was approximately 3,600-fold weaker than actin expression. Pheromone treatments increased expression about 30-fold in ␣ cells after treatment with a-factor or in a cells after treatment with ␣-factor (Fig. 1B) .
FIG2 disruption phenotypes. In the W303 background, disruption of FIG2 in either mating type did not affect growth kinetics or culture yield. There was little effect on mating efficiency at 30 or 16°C (1.05-to 1.3-fold enhancement) in liquid or solid medium mating protocols (8) . Careful comparison of micrographs showed no detectable differences in morphologies of fig2 shmoos nor zygotes compared to those of FIG2 cells. Quantitative cell lysis tests showed no effect of disruption of FIG2 on wall structure in haploid or diploid cells, whether in the stationary or exponential growth phase (data not shown) (10, 11) .
Agglutination effects of FIG2. In agglutinating pairs with fig2 disruption in the ␣ cells, the agglutination index increased by about 35%. Conversely, fig2 disruption in the a cells alone increased agglutinability by only 8%. Therefore, agglutination was potentiated by inactivating FIG2 in ␣ cells ( Fig. 2A) .
When FIG2 was expressed from its own promoter in the multicopy plasmid pRS423, the agglutinability of ␣ cells was decreased relative to the wild type, while overexpression of FIG2 in a cells produced little change in agglutination index (Fig. 2B) . These results show a FIG2-mediated, ␣-specific attenuation of agglutinability.
Possible roles for FIG2 in agglutination. We tested several hypotheses to explain the effect of disruption or overexpression of FIG2 on agglutination. fig2 disruptions did not affect the rate of cellular response to pheromone nor the concentrations of pheromone required to induce increased expression of agglutinins. An RPA experiment showed that the presence of the FIG2 overexpression plasmid did not alter amounts of ␣-agglutinin (SAG1/AG␣1) transcripts in W303-1B cells treated without or with the sex pheromone a-factor (data not shown).
Fig2p might inhibit ␣-agglutinin activity. To test this idea, purified 125 I-labeled ␣-agglutinin was bound to a-factortreated ␣ cells that had intact FIG2 or the fig2 disruption allele. The cells and the labeled material were allowed to bind for 1 h at room temperature or at 4°C. The cells were collected and washed three times with binding buffer. There was no significant difference in binding to the two cell types.
There appear to be strain-specific differences in the cellular roles of FIG2 (3, 4) . In all strains tested, sex pheromones induce FIG2 by 30-fold or more (3, 4; Saccharomyces Genome Database, http://genome-www4.stanford.edu/cgi-bin/SGD /expression/expressionConnection.pl). Nevertheless, in a sigma strain, the efficiencies of mating were similar with and without Fig2p (in reference 4, see Fig. 2A , patch b and bar b), and there was no significant effect under a variety of mating conditions in W303 strains. These results contrast with those for strain Y800, in which fig2 disruptions increased mating efficiency at 30°C and decreased it at 16°C (3, 16). 
